INTERPRETATION TABLE

DQB1*05 SSP subtyping

Amplification patterns of the DQB1*05:01 to DQB1*05:14 alleles

well*
1 2 3 4 5 6 7 8
Length of spec. 225 135 120 95 120 185 180 190
PCR product(s) 185
Length of int. 515 430 430 515 430 430 430 430
pos. control*
5'-primer? 26(173) | 26(173) | 29(184) | 29(184) | 29(184) | 38(210) | 39(212) | 36(205)
*-g99¥ | *-ggg¥ | *-gAC® | *-gAC® | " -gAT¥ | T.gcg® | *-gCA® | "-Agg?
135(500) | 38(210) | 40(216)
¥T19A%¥ | YgcA¥ | YTTg?
3'-primer3 87(356) | 57(266) | 56(265) | 47(237) | 56(265) | 86(353) | 87(356) | 86(353)
¥.ggT? | *-cAA?® | ¥gCcT¥ | YcgA? | TgcT?® | Y-Acg?® | Y -ggT¥ | "-Acg?®
182(642)
*-ggT?
Well No. 1 2 3 4 5 6 7 8
DQB1 allele
*05:01:01:01- 1 5
05:01:03
*05:02:01,
05:02:03 1 3
*05:02:02 1 3 4
*05:03:01:01-
05:03:05 1 4
*05:04 1 5
*05:05 1 3 6
*05:06 1 4 7
*05:07 1 2 7
*05:08 1 4
*05:09 1 4 8
*05:10 1 4 5
*05:11 1 2 6
*05:12 1 2
*05:13 1 4
*05:14 1 3
DQB1 allele
Well No. 1 2 3 4 5 6 7 8
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